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Figure 1a. Male Gulf Coast tick Figure 1b. Female lone star tick
(Amblyomma maculatum) (Amblyomma americanum)
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juveniles of this species. A. americanum, in contrast uses large Bioinformatics Conclusions

 Consensus sequences were curated using the software Geneious.
e Successfully curated sequences were compared against the NCBI
database to generate haplotype data (Fig. 4)

mammals as hosts at all life stages. We hypothesize that these life
history differences will lead to differences in population structure

« Amblyomma maculatum haplotype composition appears to
between the two ticks.

vary between sampling sites, and between years within a
sampling site. Unique compositions may indicate lack of

sites, including Eastern Shore barrier islands (Hog Island, Smith Is.,

Cobb Is.), and Mackay Island, Fort Pickett and near Tappahannock, Fall 2018 Results .
VA (Fig. 2). The 16S mitochondrial ribosomal gene was sequenced

to generate haplotypes. Students in BIOL380 performed DNA

Problems sequencing A. americanum may be due to the
presence of heteroplasmy (Fig. 5) or nuclear copies of
mitochondrial genes. Troubleshooting is in progress
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* CUREs offer opportunities for students to communicate their research Barrier Islands 2017-18 A. maculatum Rappahannock 2018 A. maculatum
results to those stakeholders Haplotypes Haplotypes
+ 1
e Just like in a faculty member's research group, the research in a CURE
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knowledge in the discipline
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